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NIon itori ng v-arijabilnosti m ikrosaielita u populacijama zeca Vojvodine
M. L'apa' .lvl. Dan", N. Veliikovi6', D. Obreht', M. Beuka,it', Lj. Vapa'

I Poljoprirredni fafuiltet, Srbija, 2 1000 Novi Sad. i Prirodno-matematiCkifakultet, n-g Dositeia Obradovita 2,
2 1 000 Novi Sad, Srbija

Utvrdivanje i pra6enje genetidke varijabilnosti prirodnih populacija divljadi predstavlja osnovu za pravilan

ekoloSki menadZment i bioloSku konzervaciju razliEitih vrsta. Analizama genetidke varijabilnosti populacija zeca
Vojvodine primenom mikrosatelita u periodu do 2006. godine preporuden je optimalni trogodiSnji period

monitoringa genetidke varijabilnosti ovih populacija. Cilj ovog rada je bio da se ustanovi varijabilnost

mikrosatelita u populacijama zeca Vojvodine u periodu lovne sezone 2008/09. Ukupno je analizirano 60 jedinki

izpopulaci jazecaBadke,BanataiSremait r i  mikrosatel i tskalokusa:  Sat2,Sat i  iSal l2.Noviale l inat lenisuu
lokusima Sarj i SatL2. IJ lokusu Sar5 natleno je 6ak l0 novih alela u sve tri populacije, dok tri ranije potvrdena

nisu naalena u analiziranom uzorku. U lokusu Sal12 nacleno je 6 novih alela, a pored toga potvrdeno je i prisustvo

svih ranije nadenih alela ovog lokusa. U lokusu Sat2 ustanovljeni su svi ranije natleni aleli. Da bi se sagledala
ukupna razlika genetidke varijabilnosti izmetlu dva period4 neophodno je analizirati joS tri ranije primenjena

mikosatelitska lokusa (.So/J3, Lsa2 i Lsa3), nakon dega 6e biti moguie uporediti vrednosti uodene
heterozigotnosti i geneti6kog diverziteta populactja.

Monitoring o{ microsatellite variability in brown harcs frgm Vojvodina
M. Vapat-, M. Dan', N. Veliikovil", D. Obreht', M. Beukovit', Lj. Vapa'

lFaculty ofAgricutture, 21000 Novi Sad, 2Faculty ofscience, Dositeja Obradovi1a 2, 21000 Novi Sad, Serbia

Determination and monitoring of genetic variability in natural game populations is the basis for adequate
ecological management and biological conservation ofdifferent species. Analyses ofgenetic variabitity in brown
hare populations from Vojvodina using micromtellites in a period before 2006. recommended optimal thee-year

monitoring period for these populations. The aim ofthis paper was the analysis ofmicrosatellite variability in

brown hares from Vojvodina during hunting season 2008/09. In total 60 individuals were analysed from Back4

Banat and Srem populations using three microsatell ite loci: Sat2, Sat! i Satl2. New alleles were detected at loci
ScrJ and SatI2. At Sar5 locus l0 new alleles were determined in all three populations, while three ofbefore
found couldn't be detected in analysed sample. At,Sat12 locus 6 new alleles were found, and all previously

found alleles ofthis locus were confirmed. At Sal2 locus all expected alleles detected before in brown hares from
Vojvodina were present. In order to determine overall difference in genetic variability between two time periods,

it is necessary to analyse additional three loci (Sol3j, Lsa2 i Lsa3), and after these analyses to compare values of
observed heterozygosity and genetic diversity within and among populations.
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